1 2 3 4 5 6 7 8 9
1 83.9 84.3 84.2 83.9 84.2 83.9 83.6
2 1.0 84.9 84.8 84.5 84.8 84.3 84.0
3 18.8 17.8 97.3 97.1 97.3 94.3 94.4
4 18.3 17.5 2.5 99.0 99.2 93.6 93.9
5 18.4 17.6 2.7 0.8
6 18.8 18.0 3.0 1.0
7 18.4 17.5 2.8 0.8
8 18.9 18.3 6.0 6.8
9 19.2 18.6 5.9 6.5 g .
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Figure S1. HA genes similarity in avian H10NX strains under study.



